The asymmetric unit of the title compound N,N-dimethyl-2-[(2-methylphenyl)phenylmethoxy]ethanaminium picrate picric acid, C 18 H 24 NO + ÁC 6 H 2 N 3 O 7 À ÁC 6 H 3 N 3 O 7 , contains one orphenadrinium cation, one picrate anion and one picric acid molecule. In the orphenadrine cation, the two aromatic rings form a dihedral angle of 70.30 (7) . There is an intramolecular O-HÁ Á ÁO hydrogen bond in the picric acid molecule, which generates an S(6) ring motif. In the crystal structure, the orphenadrine cations, picrate anions and picric acid molecules are connected by strong intermolecular N-HÁ Á ÁO hydrogen bonds, Á Á Á interactions between the benzene rings of cations and anions [centroid-centroid distance = 3.5603 (9) Å ] and weak C-HÁ Á ÁO hydrogen bonds, forming a three-dimensional network. 
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Related literature
For the efficiency of the anticholinergic drug orphenadrine (systematic name N,N-dimethyl-2-[(2-methylphenyl)phenylmethoxy]ethanamine), see: Hunskaar & Donnel (1991) . For related structures, see: Glaser et al. (1992) ; Yathirajan et al. (2007) . For details of hydrogen bonding, see: Jeffrey & Saenger (1991); Jeffrey (1997); Scheiner (1997) . For hydrogenbond motifs, see: Bernstein et al. (1995) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ). Orphenadrine (systematic IUPAC name: N,N-dimethyl-2-[(2-methylphenyl) phenyl-methoxy]ethanamine) is an anticholinergic drug of the ethanolamine antihistamine class with prominent CNS and peripheral actions used to treat painful muscle spasm and other symptoms and conditions as well as some aspects of Parkinson's disease. It is closely related to diphenhydramine and therefore related to other drugs used for Parkinson's like benztropine and trihexyphenidyl and is also structurally related to nefopam, a centrally-acting yet non-opioid analgesic. Clinical and pharmacological review of the efficacy of orphenadrine and its combination with paracetamol has been described (Hunskaar & Donnel, 1991) . The solid-state structure of orphenadrine hydrochloride and conformational comparisons with diphenhydramine hydrochloride and nefopam hydrochloride was reported (Glaser et al., 1992) . The present work reports the crystal structure of the title compound which was obtained by the interaction between orphenadrine hydrochloride and 2,4,6-trinitrophenol in aqueous medium.
The asymmetric unit of the title compound ( Fig. 1) , contains a protonated orphenadrine cation, a picrate anion and a picric acid. In the orphenadrine cation, the two aromatic rings (C7-C12 and C14-C19) form a dihedral angle of 70.30 (7)°. The phenol and phenolate O atoms are bent slightly away from the plane of the attached benzene rings, with O1A-C1A-C2A-C3A and O1B-C1B-C2B-C3B torsion angles of 168.56 (13)° and -177.10 (13)°, respectively.
The mean planes of the p-NO 2 oxygen atoms (O4A/N2A/O5A and O4B/N2B/O5B) of picrate anion and the picric acid molecule are twisted by 4.26 (7)° and 10.12 (8)°, respectively, from the mean plane of the attached benzene rings.
In the crystal structure (Fig. 2) , the picrate anion interacts with the protonated cations through bifurcated N4-H1N4···O1A and N4-H1N4···O2A hydrogen bonds, forming R 1 2 (6) ring motifs. This type of hydrogen bonds was also observed in the crystal structure of chloropromazinium picrate (Yathirajan et al., 2007) . There is an intramolecular O-H···O hydrogen bond in the picric acid molecule, which generates an S(6) ring motif. The crystal structure is further stabilized by π···π interaction between the benzene ring of the cation and anion [centroid-to-centroid distance = 3.5603 (9) Å] and several weak C-H···O hydrogen bonds (Table 1) . A short O6A···N3B(-1+x, 3/2-y, -1/2+z) contact of 2.8301 (16) Å is also observed.
Experimental
Orphenadrine hydrochloride (3.05 g, 0.01 mol) was dissolved in 25 ml of water and picric acid (2.4 g, 0.01 mol) was also dissolved in 25 ml of water. Both solutions were mixed and stirred in a beaker at room temperature for 1 h. The mixture was kept aside for 2 d at room temperature. The formed product was filtered and dried in vaccum desiccator over phosphorous pentoxide. The product was recrystallized from methanol by slow evaporation (m.p. 403-405 K).
supplementary materials sup-2 Refinement
Atoms H1N4 and H1O3 were located in a difference Fourier map and refined freely. The remaining H atoms were positioned geometrically [C-H = 0.93-0.98 Å] and were refined using a riding model, with U iso (H) = 1.2 or 1.5 U eq (C). A rotating group model was applied to the methyl groups. Figures   Fig. 1 . The asymmetric unit of the title compound, showing 30% probability displacement ellipsoids and the atom-numbering scheme. H atoms have been omitted for clarity. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 0.0263 (7) 0.0432 (10) 0.0202 (7) 0.0137 (7) −0.0004 (6) −0.0055 (7 
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